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6680630.m   ~~~~~~~~~~~~~~~~~~~~~~MAESAGASSFFP~~LVVLLLAGSGG~~~~SGPRGIQALLCACTSCLQ~~~~~~~~~~~~~~~~TNYTCETDGACMVSIF~~~NLDG~VEHHVRTCIPKVELVPAGKPFYCLSSE~~~DLRNTHCCYIDFCNKIDLRVPSGHLKEPAHPSMWGPVELVGIIAGPVFLLFLIIIIVFLVI 
40385881.m  ~~~~~~~~~~~~~~~~~~~~~~MAESAGASSFFP~~LVVLLLAGSGG~~~~SGPRGIQALLCACTSCLQ~~~~~~~~~~~~~~~~TNYTCETDGACMVSIF~~~NLDG~MEHHVRTCIPKVELVPAGKPFYCLSSE~~~DLRNTHCCYIDFCNKIDLRVPSGHLKEPEHPSMWGPVELVGIIAGPVFLLFLIIIIVFLVI 
ALK4.h      ~~~~~~~~~~~~~~~~~~~~~~MAESAGASSFFP~~LVVLLLAGSGG~~~~SGPRGVQALLCACTSCLQ~~~~~~~~~~~~~~~~ANYTCETDGACMVSIF~~~NLDG~MEHHVRTCIPKVELVPAGKPFYCLSSE~~~DLRNTHCCYTDYCNRIDLRVPSGHLKEPEHPSMWGPVELVGIIAGPVFLLFLIIIIVFLVI 
18859447.d  ~~~~~~~~~~~~~~~~~~~~~~MLRDGNVAVMPPRRTAVALLALCGL~~~~LAVG~~DALKCNCTACES~~~~~~~~~~~~~~~~TGYVCETDGACMASTS~~~YINGQEEQQVRICIPRVSLVPPGQPIYCLSAK~~~GLLNTHCCYTDFCNSINLQIPNGIPD~~GKGGSWGPVELVAVIAGPVFLFCLLLIVGVLLF 
27807121.m  ~~~~~~~~~~~~~~~~~~~~~~~~MEAAAATPRPRLFLLMLAAAAT~~~~~~LVPEATPLQCFCHLCTK~~~~~~~~~~~~~~~~DNFTCVTDGLCFVSVT~~~ETTDKVIHNS~MCIAEIDLIPRDRPFVCAPSSKTGSITTTYCCNQDHCNKIEL~~PTVG~~~~KPSSGLGPVELAAVIAGPVCFVCISLMLMVYIC 
TGFbR1.h    ~~~~~~~~~~~~~~~~~~~~~~~~MEAAVAAPRPRLLLLVLAAAAAAA~~AALLPGATALQCFCHLCTK~~~~~~~~~~~~~~~~DNFTCVTDGLCFVSVT~~~ETTDKVIHNS~MCIAEIDLIPRDRPFVCAPSSKTGSVTTTYCCNQDHCNKIEL~~PTTV~~~~KSSPGLGPVELAAVIAGPVCFVCISLMLMVYIC 
6978443.m   ~~~~~~~~~~~~~~~~~~~~~~~~MEAASAALRRCLLLIVLVAAAT~~~~~~LLPGAKALQCFCHLCTK~~~~~~~~~~~~~~~~DNFTCETDGLCFVSVT~~~ETTDKVIHNS~MCIAEIDLIPRDRPFVCAPSSKTGAVT~~YCCNQDHCNKIEL~~PTTGPFSEKQSAGLGPVELAAVIAGPVCFVCIALMLMVYIC 
6678323.m   ~~~~~~~~~~~~~~~~~~~~~~~~MEAAAAAPRRPQLLIVLVAAAT~~~~~~LLPGAKALQCFCHLCTK~~~~~~~~~~~~~~~~DNFTCETDGLCFVSVT~~~ETTDKVIHNS~MCIAEIDLIPRDRPFVCAPSSKTGAVTTTYCCNQDHCNKIEL~~PTTGPFSEKQSAGLGPVELAAVIAGPVCFVCIALMLMVYIC 
1ias_TGFBR  ~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~ 
38074653.m  ~~~~~~~~~~~~~~~~~~~~~~~MTPARGSALSLALLLVALAADLAA~~~~~~~~~~~GLKCVCLLCDS~~~~~~~~~~~~~~~~SNFTCQTEGACWASVM~~~LTNG~KEQVIKSCVSLPELN~~~AQVFCHSSN~~~NVTKTECCFTDFCNNITLHLPTASP~~~~NAPRLGPTELTVVITVPVCLLSIAAMLTIWAC 
20806129.m  ~~~~~~~~~~~~~~~~~~~~~~~MTPASRSALSLALLLVALASDLAA~~~~~~~~~~~GLKCVCLLCDS~~~~~~~~~~~~~~~~SNFTCQTEGACWASVM~~~LTNG~KEQVIKSCVSLPELN~~~AQVFCHSSN~~~NVTKTECCFTDFCNNITLHLPTASP~~~~DAPRLGPTELTVVITVPVCLLSIAAMLTIWAC 
ALK7.h      ~~~~~~~~~~~~~~~~~~~~~~~MTRALCSALRQALLLLAAAAELSP~~~~~~~~~~~GLKCVCLLCDS~~~~~~~~~~~~~~~~SNFTCQTEGACWASVM~~~LTNG~KEQVIKSCVSLPELN~~~AQVFCHSSN~~~NVTKTECCFTDFCNNITLHLPTASP~~~~NAPKLGPMELAIIITVPVCLLSIAAMLTVWAC 
25145039.w  MRIRHVVFCLLALVYGAETSDDDLDERTNIFIRDKLIPALKLAEVTKVNFTRLHLCHCSREVGCNARTTGWVPGIEFLNETDRSFYENTCYTDGSCYQSARPSPEISHFGCMDEKSVTDETEFHDTAAKVCTNNTKDPHATVWICCDKGNFCANETIIHLAPGP~~~QQSSTWLILTILALLTFIVLLGIAIFLTRKSWE 
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6680630.m   NYHQRVYHNRQRLD~~MEDPSCE~MCLSKDKTLQDLVYDLS~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~TSGSGSGLPLFVQRTVARTIVLQEIIGKGRFGEVWRGRWRGGDVAVKIFSSREERSWFREAEIYQTVMLRHENILGFIAADNKDNGTWTQLWLVSDYHEHGSLFDYLNRYTVTIEGMIKLALSA 
40385881.m  NYHQRVYHNRQRLD~~MEDPSCE~MCLSKDKTLQDLVYDLS~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~TSGSGSGLPLFVQRTVARTIVLQEIIGKGRFGEVWRGRWRGGDVAVKIFSSREERSWFREAEIYQTVMLRHENILGFIAADNKDNGTWTQLWLVSDYHEHGSLFDYLNRYTVTIEGMIKLALSA 
ALK4.h      NYHQRVYHNRQRLD~~MEDPSCE~MCLSKDKTLQDLVYDLS~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~TSGSGSGLPLFVQRTVARTIVLQEIIGKGRFGEVWRGRWRGGDVAVKIFSSREERSWFREAEIYQTVMLRHENILGFIAADNKDNGTWTQLWLVSDYHEHGSLFDYLNRYTVTIEGMIKLALSA 
18859447.d  QHHQRNYNHRQRLD~~VEDPSCDHLYLAKDKTLQDLIFDLS~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~TSGSGSGLPLFVQRTVARTIVLQEIIGKGRFGEVWRGRWRGGDVAVKIFSSREERSWFREAEIYQTIMLRHENILGFIAADNKDNGTWTQLWLVSDYHEHGSLFDYLNHYSVTIEGMIKLSLSA 
27807121.m  ~~HNRTVIHHRVPN~~EEDPSLDRPFISEGTTLKDLIYDMT~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~TSGSGSGLPLLVQRTIARTIVLQESIGKGRFGEVWRGKWRGEEVAVKIFSSREERSWFREAEIYQTVMLRHENILGFIAADNKDNGTWTQLWLVSDYHEHGSLFDYLNRYTVTVEGMIKLALST 
TGFbR1.h    ~~HNRTVIHHRVPN~~EEDPSLDRPFISEGTTLKDLIYDMT~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~TSGSGSGLPLLVQRTIARTIVLQESIGKGRFGEVWRGKWRGEEVAVKIFSSREERSWFREAEIYQTVMLRHENILGFIAADNKDNGTWTQLWLVSDYHEHGSLFDYLNRYTVTVEGMIKLALST 
6978443.m   ~~HNRTVIHHRVPN~~EEDPSLDRPFISEGTTLKDLIYDMT~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~TSGSGSGLPLLVQRTIARTIVLQESIGKGRFGEVWRGKWRGEEVAVKIFSSREERSWFREAEIYQTVMLRHENILGFIAADNKDNGTWTQLWLVSDYHEHGSLFDYLNRYTVTVEGMIKLALST 
6678323.m   ~~HNRTVIHHRVPN~~EEDPSLDRPFISEGTTLKDLIYDMT~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~TSGSGSGLPLLVQRTIARTIVLQESIGKGRFGEVWRGKWRGEEVAVKIFSSREERSWFREAEIYQTVMLRHENILGFIAADNKDNGTWTQLWLVSDYHEHGSLFDYLNRYTVTVEGMIKLALST 
1ias_TGFBR  ~~~~~~~~~~~~~~~~~EDPSLDRPFISEGTTLKDLIYDMT~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~TSGSGSGLPLLVQRTIARTIVLQESIGKGRFGEVWRGKWRGEEVAVKIFSSREERSWFREAEIYQTVMLRHENILGFIAADNKDNGTWTQLWLVSDYHEHGSLFDYLNRYTVTVEGMIKLALST 
38074653.m  QDRQCTYRKTKRHN~~VEEALAEYSLVNAGKTLKDLIYDAT~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~ASGSGSGLPLLVQRTIARTIVLQEIVGKGRFGEVWHGRWCGEDVAVKIFSSRDERSWFREAEIYQTVMLRHENILGFIAADNKDNGTWTQLWLVSEYHEQGSLYDYLNRNIVTVAGMVKLALSI 
20806129.m  QDRQCTYRKTKRHN~~VEEPLAEYSLVNAGKTLKDLIYDAT~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~ASGSGSGLPLLVQRTIARTIVLQEIVGKGRFGEVWHGRWCGEDVAVKIFSSRDERSWFREAEIYQTVMLRHENILGFIAADNKDNGTWTQLWLVSEYHEQGSLYDYLNRNIVTVAGMVKLALSI 
ALK7.h      QGRQCSYRKKKRPN~~VEEPLSECNLVNAGKTLKDLIYDVT~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~ASGSGSGLPLLVQRTIARTIVLQEIVGKGRFGEVWHGRWCGEDVAVKIFSSRDERSWFREAEIYQTVMLRHENILGFIAADNKDNGTWTQLWLVSEYHEQGSLYDYLNRNIVTVAGMIKLALSI 
25145039.w  AKFDWYIRFKPKPGDPLRETENNVPMVTMGDGAGSSVPEVAPIEQQGSTMSTSAGNSFPPGIMPNNMKDMLDVLEETSGSGMGPTTLHKLTIGGQIRLTGRVGSGRFGNVSRGDYRGEAVAVKVFNALDEPAFHKETEIFETRMLRHPNVLRYIGSDRVDTGFVTELWLVTEYHPSGSLHDFLLENTVNIETYYNLMRST 
 
                    410       420       430       440       450       460       470       480       490       500       510       520       530       540       550       560       570       580       590       
600                    
            ....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....| 
6680630.m   ASGLAHLHMEIVGTQ~~GKPGIAHRDLKSKNILVKKNGMCAIADLGLAVRHDAVTDTIDIAPNQRVGTKRYMAPEVLDETINMKHFDSFKCADIYALGLVYWEIARRCNSGGVH~~~EDYQLPYYDLVPSDPSIEEMRKVVCDQKLRPNVPNWWQSYEALRVMGKMMRECWYANGAARLTALRIKKTLS~~~QLSVQEDV 
40385881.m  ASGLAHLHMEIVGTQ~~GKPGIAHRDLKSKNILVKKNGMCAIADLGLAVRHDAVTDTIDIAPNQRVGTKRYMAPEVLDETINMKHFDSFKCADIYALGLVYWEIARRCNSGGVH~~~EEYQLPYYDLVPSDPSIEEMRKVVCDQKLRPNVPNWWQSYEALRVMGKMMRECWYANGAARLTALRIKKTLS~~~QLSVQEDV 
ALK4.h      ASGLAHLHMEIVGTQ~~GKPGIAHRDLKSKNILVKKNGMCAIADLGLAVRHDAVTDTIDIAPNQRVGTKRYMAPEVLDETINMKHFDSFKCADIYALGLVYWEIARRCNSGGVH~~~EEYQLPYYDLVPSDPSIEEMRKVVCDQKLRPNIPNWWQSYEALRVMGKMMRECWYANGAARLTALRIKKTLS~~~QLSVQEDV 
18859447.d  ASGLAHLHMEILGTQ~~GKPGIAHRDLKSKNILVKKNGIFAIADLGLAVRHESITDTIDIAPNQRVGTKRYMAPEVLDETINMKHFDSFKCADIYALGLVYWEIARRCNAGGIH~~~EDYKLPYYDLVPSDPSIEEMRKVVCDQRLRPKWPNWWQSYEALRVMGKIMRECWYANGAARLTALRIKKTLS~~~QLSVQEDI 
27807121.m  ASGLAHLHMEIVGTQ~~GKPAIAHRDLKSKNILVKKNGTCCIADLGLAVRHDSATDTIDIAPNHRVGTKRYMAPEVLDDSINMKHFESFKRADIYAMGLVFWEVARRCSIGGIH~~~EDYQLPYYDLVPSDPSVEEMRKVVCEQKLRPNIPNRWQSCEALRVMAKIMRECWYANGAARLTALRIKKTLS~~~QLSQQEGI 
TGFbR1.h    ASGLAHLHMEIVGTQ~~GKPAIAHRDLKSKNILVKKNGTCCIADLGLAVRHDSATDTIDIAPNHRVGTKRYMAPEVLDDSINMKHFESFKRADIYAMGLVFWEIARRCSIGGIH~~~EDYQLPYYDLVPSDPSVEEMRKVVCEQKLRPNIPNRWQSCEALRVMAKIMRECWYANGAARLTALRIKKTLS~~~QLSQQEGI 
6978443.m   ASGLAHLHMEIVGTQ~~GKPAIAHRDLKSKNILVKKNGTCCIADLGLAVRHDSATDTIDIAPNHRVGTKRYMAPEVLDDSINMKHFESFKRADIYAMGLVFWEIARRCSIGGIH~~~EDYQLPYYDLVPSDPSVEEMRKVVCEQKLRPNIPNRWQSCEALRVMAKIMRECWYANGAARLTALRIKKTLS~~~QLSQQEGI 
6678323.m   ASGLAHLHMEIVGTQ~~GKPAIAHRDLKSKNILVKKNGTCCIADLGLAVRHDSATDTIDIAPNHRVGTKRYMAPEVLDDSINMKHFESFKRADIYAMGLVFWEIARRCSIGGIH~~~EDYQLPYYDLVPSDPSVEEMRKVVCEQKLRPNIPNRWQSCEALRVMAKIMRECWYANGAARLTALRIKKTLS~~~QLSQQEGI 
1ias_TGFBR  ASGLAHLHMEIVGTQ~~GKPAIAHRDLKSKNILVKKNGTCCIADLGLAVRHDSATDTIDIAPNHRVGTKRYMAPEVLDDSINMKHFESFKRADIYAMGLVFWEIARRCSIGGIH~~~EDYQLPYYDLVPSDPSVEEMRKVVCEQKLRPNIPNRWQSCEALRVMAKIMRECWYANGAARLTALRIKKTLS~~~QLSQQEGI 
38074653.m  ASGLAHLHMEIVGTQ~~GKPAIAHRDIKSKNILVKKCDTCAIADLGLAVKHDSIMNTIDIPQNPKVGTKRYMAPEMLDDTMNLSIFESFKRADIYSVGLVYWEIARRCSVGGVV~~~EEYQLPYYDMVPSDPSIEEMRKVVCDQKLRPNLPNQWQSCEALRVMGRIMRECWYANGAARLTALRVKKTIS~~~QLCVKEDC 
20806129.m  ASGLAHLHMEIVGTQ~~GKPAIAHRDIKSKNILVKKCDTCAIADLGLAVKHDSIMNTIDIPQNPKVGTKRYMAPEMLDDTMNVNIFESFKRADIYSVGLVYWEIARRCSVGGLV~~~EEYQLPYYDMVPSDPSIEEMRKVVCDQKLRPNLPNQWQSCEALRVMGRIMRECWYANGAARLTALRVKKTIS~~~QLCVKEDC 
ALK7.h      ASGLAHLHMEIVGTQ~~GKPAIAHRDIKSKNILVKKCETCAIADLGLAVKHDSILNTIDIPQNPKVGTKRYMAPEMLDDTMNVNIFESFKRADIYSVGLVYWEIARRCSVGGIV~~~EEYQLPYYDMVPSDPSIEEMRKVVCDQKFRPSIPNQWQSCEALRVMGRIMRECWYANGAARLTALRIKKTIS~~~QLCVKEDC 
25145039.w  ASGLAFLHNQIGGSKESNKPAMAHRDIKSKNIMVKNDLTCAIGDLGLSLSKPEDAASDIIANENYKCGTRYLAPEILNSTMQFTVFESYQCADVYSFSLVMWETLCRCEDGDVLPREAATVIPYIEWTDRDPQDAQMFDVVCTRRLRPTENPLWKDHPEMKHIMEIIKTCWNGNPSARFTSYICRKRMDERQQLLLDKKA 
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